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related genes

Overexpression is associated with
risk of biochemical recurrence,

metastasis and ,clinical progression
PCa-specific mortality

siRNA knockdown inhibits cell
proliferation and invasion,
and increases apoptosis

Overexpression is associated with

indicators of poor prognosis. Binds

to EZH2 to enhance migration and
invasion

Transcribed from the antisense
strand of TRPM2, which is
activated with TMPR2-AS
knockdown. Overexpression

associated with poor prognosis

Expression associated with PCa cell
progression. Alters the epigenetic
status of target genes to drive
oncogenic growth

Promotes cell proliferation by
regulating c-Myc

Associated with prostate cancer
susceptibility. siRNA knockdown
attenuates cell viability and AR
activity. Could be involved in
prostate carcinogenesis through AR

Upregulated in high-grade localized
and metastatic PCa. Promotes cell
proliferation by regulating c-Myc.

Represses BRCA2

Predictive of tumor progression by
AR signaling. Overexpressed in
primary and metastatic
PCa. siRNA-mediated knockdown
reduces cell growth

Predictive of tumor progression by
AR signaling. Metastatic PCa

specific. Induced by AR

siRNA-mediated knockdown
reduces cell growth

Transcribed from the antisense
strand of CTBP1. Promotes
castration-resistant prostate tumor
growth by regulating epigenetically
cancer-associated genes

Repressed by androgen and
upregulated in CRPC after
deprivation therapies. Binds to AR
to prevent its degradation.
Overexpression increases cell
growth and invasion
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Transcribed from the antisense
strand of SOCS2. Promotes cell
proliferation, migration and anti-

apoptosis.

Transcribed from the antisense
strand of POTEF. Promotes cell

proliferation and antiapoptosis

AR-related

AR-related

Represses AR action and
promotes apoptosis.
Downregulated in CRPC.
Reciprocal regulation of GAS5
levels and mTOR inhibitor action

Tumor

Prognosis
suppressor

Upregulation of H19 represses cell
migration. H19-derived miR-675
targets TGFb1 to
repress cell migration

Tumor
Suppressor

First AR-repressed IncRNA that
functions as a tumor suppressor.
Low PCAT29 expression
correlated with poor prognostic
outcomes. Overexpression
suppresses cell growth and
metastasis

High CCAT2 expression level had
poorer overall survival and
progression-free survival

High IncRNA-ATB expression
may be an independent prognostic
factor for biochemical recurrence

(BCR)-free survival in prostate

cancer patients.

Tumor

Prognosis Suppressor

Prognosis Oncogene

Prognosis Oncogene
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Abstract

Background & Objective: Prostate cancer is a compound condition in which gene expression has
altered. Several surveys have revealed that genetic components have been involved in prostate cancer
progression. Findings proposed that they can modify a noteworthy portion of disposing of elements,
which is associated to the developing prostate cancer in protein coding sequences. The purpose of
this research was to indicate that there are many long non-coding RNAs with over 200 nucleotides
length found in the human genome, which showed a significant role in the pathogenesis of prostate
cancer.

Conclusion: The role of LncRNAs as tumor suppressors or oncogenes has been demonstrated in
several types of cancers, including prostate cancer. Recent investigations have disclosed that
LncRNAs transcripts play a pivotal role in the tumorigenesis.
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