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Abstract
Background & Objective: Beta-thalassemia are among the most common autosomal recessive genetic
disorders in Iran, especially in Khuzestan province. Beta-thalassemia exhibits significant phenotype
heterogeneity and there are currently more than 200 known mutations in this region. Oxidative stress
exacerbates multiple disorders, including thalassemia, an inherited hemolytic anemia caused by globin gene
mutations. We aim to characterize significant mutations of widespread β-thalassemia in south-western Iran with
respect to biochemical parameters, oxidative status and complications of diseases.
Material & method: Forty-five patients, aged between 15-35 years with β-thalassemia major were selected.
The patients were receiving regular blood transfusion and chelation therapy and have been previously
characterized to bear beta globin gene mutations. The subjects’ medical histories were documented by review
of previous medical records. We also determined biochemical parameters including glycemic and iron indices,
hepatic and renal function tests, oxidative stress markers and levels of advanced glycation end product species
(Carboxy methyl lysine and Pentosidin).
Results: The most common mutation was found to be CD36/37(28.9%) followed by IVSII-1, and IVSI-110.
Values of iron indices were significantly different in various mutation groups. Carboxy methyl lysine and
pentosidine were found to be higher in the β-thalassemia patients with IVSII-1 and IVSI-110, respectively. Also
sLOX-1 was found to be significantly higher in IVSI-110 group. Complications of the disease were differently
presented in mutation groups and hemochromatosis, hepatomegaly, and diabetes were among the most common
problems.
Conclusion: About 72 % of β-thalassemia major cases in southwest Iran result form 3 common mutations with
different clinical and laboratory presentations. Molecular genetic testing can be helpful to evaluate the patients’
situation.
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Introduction
Thalassemia are a group of inherited disorders
of hemoglobin synthesis and the most common
monogenetic disease worldwide. It is caused by
mutations in the β-globin gene or its promoter,
resulting in reduced or absent β-globin synthesis
(1,2). Patients with deleterious mutations in both
β genes (βT/βT) and imbalanced synthesis of
globin chains, display ineffective erythropoiesis
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and various aspects of anemia (3,4). WHO has
estimated that about 1.5% of the world’s
population might be carriers of β-thalassemia
(β/βT) and about 60,000 severely affected infants
are born every year (3). In new global health
statistics thalassemia affects about 4.5 of every
10,000
live
births
in
the
world.
(http://www.ironhealthalliance.com/diseasestates/thalassemia/
epidemiology-andpathophysiology.jsp) Iran, with approximately
25,000 β- thalassemia major patients and 2
million carriers, faces a serious prevention
problem (5). Khuzestan province is a region with
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the highest prevalence of the beta thalassemia,
the most common hemoglobinopathy in Iran (6).
More than 200 different mutations with various
levels of defect in β-globin gene expression have
been identified. Patients can be classified based
on the genotypes of β-globin gene cluster (7). In
Iranian population, the common mutations have
been reported as CD36/37 (- T), IVSII-1(G> A),
and IVSI-110 (G> A) (8,9). Patients with βthalassemia major are characterized by severe
anemia in the first year of life and subsequently
require regular blood transfusions for survival
(1,10). Iron overload as a severe complication
develops in the patients due to frequent
transfusions and lead to accumulation of iron in
heart, liver, pancreas and endocrine organs. This
causes oxidative stress and serious damage to
these vital organs (11). When transferrin is
saturated with iron, excess iron begins to
circulate as non-transferrin bound species
(NTBI) and free iron initiates redox reactions to
produce reactive oxygen species (ROS) and lipid
peroxidation (12,13). The production of ROS by
iron is mainly through the Fenton reaction, which
eventually forms hydroxyl radicals from
superoxide or hydrogen peroxide (14). Oxidative
stress makes an important contribution to
numerous pathologies including cancer,
cardiovascular and degenerative diseases (11).
Advanced glycation end-products (AGEs) are
formed by the reaction of reducing sugars with
free amino groups of proteins or amino acids
(15). Interaction of AGE with their receptors
(RAGE), plays an important role in the
pathogenesis of numerous diseases, including
diabetic
complications,
atherosclerosis,
hypoxia/reoxygenation injury, and aging (16,17).
Evidence suggests that AGEs are involved in a
defective cycle of free radical generation.
Different types of AGEs are known, depending
on the compound from which they originate (18).
CML is formed during copper-catalyzed
oxidation of polyunsaturated fatty acids in the
presence of protein. Therefore, CML is
suppressed by desferrioxamine, iron chelator or
anti oxidative enzyme (19). Thus, between the
signs caused by oxidative stress are elevated
intravascular (within the blood vessels) and
extravascular (mainly spleen and liver)
hemolysis, inadequate RBC (erythropoiesis)
development and dysfunction of essential organs
such as heart and liver and endocrine system
(20).
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This research aims to characterize the βthalassemia mutations in a population of βthalassemia major patients of Khuzestan
province and to investigate levels of iron
overload, oxidative stress, advanced glycation
end-products and biochemical parameters in βthalassemia patients with different common βglobin gene mutations. Common adverse
complications of the disease are also described
with regard to the different mutation types.

Materials & Methods
Subjects
Patient population included 45 betathalassemia subjects aged 15-35 years. Patients
were recruited from Shafa hospital in Ahvaz,
Iran. All patients have been previously
characterized to bear β-globin gene mutations.
Blood samples were collected from the patients
just before the transfusion. The patients received
approximately 15 ml of packed red blood cells
per kilogram body weight at each transfusion
once a month in to maintain the Hb level higher
than 10 g/dl. The patients were under irregular
chelation therapy with Deferoxamine or
Deferiprone. After enrollment, medical histories
of the subjects were documented by a review of
previous medical records with regard to the
complications of the disease. A medical record
was also conducted by the research coordinator
at the patient’s centre, which included
documentation of transfusion and chelating
history and recent endocrine laboratory values.
The study protocol was approved by the local
ethics committee at the Ahvaz Jundishapur
University
of
Medical
Sciences
(IR.AJUMS.REC.1395.76), and have been
performed in accordance with the ethical
standards as laid down in the 1964 Declaration of
Helsinki and its later amendments. Informed
consent was obtained from all participants before
including them in the study.
Clinical samples were collected from venous
blood following 12 hours fasting in two different
tubes (with and without EDTA as anticoagulant).
Plasma was separated by centrifugation at 3500
x g for 10 minutes and aliquots of plasma were
stored at –70°C immediately after separation.
Biochemical analysis
Biochemical parameters, including plasma
glucose, iron, transferrin, ferritin, and liver
function tests including alanine aminotransferase
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(ALT) and aspartate aminotransferase (AST),
renal function test, including creatinine and urea
were analyzed using an automated analyzer
(auto-analyzer BT 3000, Italy). Total Ironbinding Capacity (TIBC) was estimated by
transferrin levels. Human transferrin forms a
precipitate with a specific antiserum, whose
turbidity is determined metrically at 340 nm.
TIBC was then calculated according to the
following formulae: TIBC (μg/dl) =Transferrin
(mg/dl) X 1.25
As an estimate of free iron or non–transferrinbound iron (NTBI), Iron excess of TIBC (IET)
was calculated according to the following
formulae: IET (μg/dl) = [Fe] (μg/dl) - TIBC
(μg/dl)
Direct enzymatic assay was used to measure
HbA1c in whole blood samples (Auto-analyzer
Hitachi 912, Japan).
Oxidative stress analysis
Thiobarbaturic acid reactive substances
(TBARS) were measured in serum samples by a
colorimetric reaction with thiobarbituric acid
(TBA) at high temperature during 45 min in
manual. TBARS adduct was extracted by nbutanol and its absorbance was read at 532 nm
and quantified by reference to a calibration curve
of tetraethoxypropane (Sigma), submitted to the
same TBA reaction.
Plasma sLOX-1 was quantified using a kit
(EASTBIOPHARM ELISA catalog no. CkE91390, USA), which was a solid-phase two-site
enzyme immunoassay based on the direct
sandwich technique, in which two monoclonal
antibodies were directed against separate
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antigenic determinants on soluble ox-LDL
receptor. (Reference range for sLOX-1:
0.05ng/ml-30ng/ml)
Measurement of advanced glycation endproducts species
Carboxy methyl lysine (CML) and pentosidine
(PTD) protein adducts present in the serum
samples were measured by enzyme-linked
immunosorbent assay using a commercial kit
(EASTBIOPHARM, catalog No.Ck-E90218,
CK-E10640) based on the manufacturer's
protocol. (Reference range for PTD: 0.05ng/ml20ng/ml and Reference range for CML: 20ng/ml3000ng/ml)
Statistical analysis
SPSS version 22.0 was used for data analysis.
Quantitative data were presented as mean ±
standard deviation (SD). Following normality
analysis of variables in β-thalassemia and control
groups, data from different groups of mutation
types were compared using analysis of variance
(ANOVA) test followed by post hoc Tukey test
for multiple comparisons. For all tests, P < 0.05
was considered significant. Contingency tables
and percentage were used to describe
quantitative parameters.

Results
Subjects characteristics
The patient group had the mean age of 24±4
(15-35) years (24 males and 21 females). The
frequency of mutations for Arab and Persian
ethnicity in β-thalassemia major patients was
shown in Table 1.

Table 1. Frequencies of common mutations recorded in β-thalassemia patients
CD 36/37

IVS II-I

IVS I-110

other

14 (15.6%)
12 (13.3%)
18 (20%)
8 (8.9%)

12 (13.3%)
10 (11.2%)
12 (13.3%)
10 (11.2%)

8 (8.85%)
8 (8.85%)
8 (8.85%)
8 (8.85%)

14 (15.6%)
12 (13.3%)
10 (11.2%)
16 (17.7%)

pvalue
-

Total

26 (28.9%)

22 (24.5%)

16 (17.7%)

26 (28.9%)

-

Age (year)

24.19±4.40

25.50±6.45

24.66±5.16

25.20±6.53

0.923

BMI (kg/m2)
Volume of transfusion
(ml)
Duration of transfusion
(year)

20.38±2.17

20.94±3.11

20.41±1.35

19.43±3.71

0.766

509.61±66.36

512.50±35.35

600.00±122.47

520.00±44.72

<0.05a

21.53±4.52

23.50±6.54

23.16±4.79

22.20±6.90

0.773

Gender
Ethnicity

a

male
female
Arab
Persian

Indicates a significant difference between groups (P<0.05).
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The most frequent mutation was found to
be CD36/37 (28.9% of the cases) in which
most of patients had Arab ethnicity (9
patients) compare to 4 Persian patients. This
was not true for the rest of mutation types in
which different ethnicities had almost equal
frequencies. Mutation types of CD36/37,
IVS II-I and IVS I-110 together accounted
for 71.1 % of cases with β-thalassemia
major. In addition patients with various
mutation types were not significantly
different with regard to their BMI or duration
time of receiving blood transfusions.
However, the volume of transfused blood
was significantly different in patients with
various mutation types.
Results of biochemical measurements
As shown in Table 2, fasting plasma
glucose (FPG) in patients with CD36/37 and
IVS II-1 mutation was higher than the other
mutation types. The FPG levels in these two
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groups were higher than 126 mg/dl, the cutoff point of diabetes mellitus recognition.
HbA1c levels showed similar pattern to that
of FPG in different groups, but the
differences were not statistically significant.
Levels of liver enzymes AST and ALT as
well as urea and creatinine did not show
significant differences between mutation
groups.
Variables of iron status including plasma
iron, ferritin, TIBC and IET displayed
different levels in mutation types. Patients
with CD36/37 mutation had lower plasma
iron than patients with IVS I-110 or IVS II-1
mutations (P< 0.05). Ferritin was higher in
CD36/37 group than IVS II-1 group (P<
0.05). TIBC was higher in IVS I-110 than
other groups and IET was significantly
higher in IVS II-1 than CD36/37 group (P<
0.05).

Table 2.Values of biochemical parameters in β-thalassemia patients with common mutations.

a

CD36/37

IVS II-I

IVS I-110

Other

p- value

Glc(mg/dl)

140.46±97.51

130.37±102.43

119.33±23.14

123.00±23.90

0.940

HbA1c (%)

7.26±2.22

7.36±1.86

6.73±0.82

6.52±0.81

0.803

AST( U/l)

49.69±26.98

45.00±28.94

54.83±40.61

59.50±35.60

0.856

ALT( U/l)

47.56±37.72

36.75±27.50

51.50±45.33

54.20±23.73

0.814

Creatinine(mg/dl)

0.61±0.13

0.63±0.12

0.71±0.10

0.59±0.16

0.396

Urea(mg/dl)

25.72±6.91

27.60±8.70

29.93±8.00

29.96±3.73

0.443

Iron( μg/dl)

185.53±49.49

238.50±53.74

253.16±39.78

206.00±26.20

<0.05 a

Ferritin(ng/ml)

4991.57±3372.46

1578.00±1157.62

4548.33±2249.49

5747.60±4259.38

<0.05 a

TIBC(μg/dl)

158.88±33.33

165.62±16.28

208.33±20.72

162.00±8.60

<0.05 a

IET(μg/dl)

25.50±31.87

68.75±59.88

53.83±29.86

44.00±19.19

<0.05 a

Indicates a significant difference between groups (P<0.05).
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Comparison of oxidative stress markers
and AGEs in mutation groups
Carboxy methyl lysine (CML) and
pentosidine were found to be higher in the
patients with IVS II-1 and IVS I-110,
respectively. However, only CML showed a
significant difference (Table 3). In addition
sLOX-1 showed significantly higher levels
in IVS I-110 group than CD36/37 (P< 0.05).
A comparison of the oxidative stress and
AGEs levels in mutations types is shown in
Table 3.
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observed in the patients. The most frequent
problem found to be hemochromatosis.
These complications were presented
differently in mutation groups. Descriptive
results of the frequencies of these problems
are shown in Table 4. Hemochromatosis,
Hepatomegaly in IVS II-I were more
common in hemochromatosis than in other
mutations. In both CD36/37 and IVS II-I
mutations, diabetes and heart disease were
the same, but in IVS I-110, bone disease
affected more patients. The prevalence of

Table 3. Levels of oxidative stress markers and AGEs in β-thalassemia patients with common mutations.
CD36-37

IVS II

IVS I-110

Other

p- value

CML(ng/ml)

2096.38±1448.80

3547.59±1169.46

2554.10±1552.77

1430.96±732.41

<0.05a

PTD(ng/ml)

56.04±54.17

77.56±64.73

88.73±57.72

52.39±47.78

0.505

MDA( μg/dl)

8.88±3.99

8.00±4.00

11.50±5.78

12.20±6.01

0.238

s-LOX(ng/ml)

16.38±5.98

18.04±7.31

24.22±4.03

17.12±8.53

<0.05a

Table 4. Frequencies of major complications in β-thalassemia patients with common mutations
CD36/37
IVS II-I
IVS I-110
n =26
n =22
n =16

Other
n =26

Hemochromatosis

10 (38.5%)

12 (54.5%)

8 (50.0%)

8 (30.7%)

Hepatomegaly

6 (23.1 %)

8 (36.3%)

4 (25.0%)

6 (23.1%)

Diabetes

6 (23.1%)

6 (27.3%)

2 (12.5%)

4 (15.4%)

Heart disease

4 (15.4%)

4 (18.2%)

2 (12.5%)

4 (15.4%)

Bone disease

4 (15.4%)

2 (9.1%)

6 (37.5%)

4 (15.4%)

Hypothyroidism

2 (7.7%)

0 (0%)

0 (0%)

0 (0%)

Hypogonadism

2 (7.7%)

0 (0%)

0 (0%)

0 (0%)

Frequency of common β-thalassemia
complications in mutation groups
Βeta-thalassemia complications including
hemochromatosis, hepatomegaly, diabetes
mellitus, heart disease, bone disease,
hypothyroidism, and hypogonadism were
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hypogonadism and hypothyroidism was not
meaningful.

Discussion
In the present study, we investigated
biochemical parameters, oxidative stress
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markers, level of advanced glycation endproducts and frequency of β-thalassemia
complications in different groups of βthalassemia major patients with common
mutation types.
Most of β-thalassemia cases are due to
point mutations and large deletion mutations
are found scarcely
in
patients (3).
Prevalence rate of mutations in different
races and ethnic groups is varied, and in each
geographical area some mutations are more
common than others. For example in
Sardinia, Italy, 95.7% of β-thalassemia
patients have CD 39 C>T mutation (21). In
Khorasan province of Iran, Jaripour et al
defined IVS-I-5 as the most common
mutation while codons 8/9 are recognized as
the third most common mutation (22). In
another study in Hamadan province of Iran
has shown three forms of mutations,
including IVS-II-1 (G > A), 8/9 codons, and
36/37(–T) codons, which constituted more
than 50.0 percent of the mutations identified
(23). In this study, CD 36/37 (-T) was the
most prevalent mutation in Ahvaz Shafa
hospital with a frequency of 28.9%, followed
by IVS II-1and IVS I-110. These findings are
in line with a pervious study conducted in
Khuzestan province that reported CD 36/37
(-T) with a frequency of 20.54% and IVS II1 (G>A) with a frequency of 20.01%
mutations as the most prevalent types (6,9).
Besides, in a study in Southwest of Iran
Nezhad et al. found that the occurrence of βthalassemia IVSII-1 (G> A) mutation had the
highest incidence (24).
Transfusion as a therapy has extended and
improved the quality of life in patients with
β-thalassemia. This treatment leads to
chronic iron overload. Transfusiondependent patients, in the absence of
chelation therapy, develop progressive
accumulation of iron in tissues, which
initiates oxidative damage to vital organ such
as liver, heart and endocrine glands. Elevated
levels of FPG and HbA1c in the patients
compared to normal ranges confirm the
previous reports of impaired glucose
homeostasis and pancreas damage (25).
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However, the HbA1c test may be impaired
by other causes, such as abnormal
hemoglobin,
anemia
and
certain
medications (26). El-Samahy et al. have
shown chelation conformity plays an
important role in the incidence of glycemic
disorders (27).
Elevated transaminases in β-thalassemia
may be related to hemolysis process in
addition to hepatic damage. Decreased
activity of cytochrome c oxidase and
interruption of mitochondrial respiration
have been reported in β-thalassemia patients.
In addition, the liver function damage may
contribute to iron overload and deteriorates
the harmful situation (28–30).
Increased serum creatinine and uric acid
concentrations in β-thalassemia patients can
be attributed to perturbation of kidney
function and renal tubules damage which is
in accordance with previous findings
(31,32). These consequences and relevant
laboratory parameters were not focused
according to different mutation types in
previous studies.
In this study, we found higher levels of
oxidative stress and AGEs in patients with
IVS II-1 and IVS I-110 mutations, which
indicate more severe outcomes of these
mutations. Oxidative stress in β-thalassemia
is due to the key redox reactions of
hemoglobin that take place in the presence of
hydrogen peroxide (H2O2) and superoxide
anion radicals (O2-). Iron reacts with O2
species through the Fenton and Haber–Weiss
reactions to form cytotoxic hydroxyl radicals
(33). Ehteram et al. reported an increase in
prooxidant-antioxidant balance (PAB) and
hs-CRP in thalassemic patients which might
be involved in the pathological consequences
of the disease (34). In addition, in the
absence of β-globin chain, excessive αchains undergo self-aggregation. Increased
hemolysis due to this abnormal hemoglobin
releases more iron and deteriorates the
condition (11).
Lipid peroxidation resulting from Nontransferrin bound iron (NTBI) disrupts cell
membrane integrity and cellular function
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that results in an uncontrolled expansion of
the labile plasma iron (LPI) that is not
matched by the sequestering capacity of
ferritin. Consequently, oxidative stress due
to the increased availability of the
catalytically active NTBI is a likely cause for
much of the organ damage associated with
chronic transfusion (33,35).
Smirnova et al. reported that oxLDL
reduced nitric oxide (NO) production and
upregulated LOX-1 in endothelial cells, as a
result of increased oxLDL internalization
and subsequent production of reactive
oxygen species (36). We observed increased
level of sLOX-1 in patient with higher iron
overload. Increased oxidative stress
upregulates LOX-1 expression in vascular
endothelium, and may probably enhance
cleavage of sLOX-1 from the cell-surface.
These events may cause the adverse cardiac
effect and heart diseases in β-thalassemia
(37). In our study, patient with different
mutation types showed different sLOX-1
levels and the highest level was found in the
IVS I-110 mutation.
Many studies have examined the effect of
oxidative stress in diabetic patients (38,39).
Reactive oxygen species (ROS) and
advanced glycation end products (AGEs) are
key modulators of diabetes complications
(40). Based on our results, impaired glucose
homeostasis and diabetes were common
problems in β-thalassemia and this could
result from excessive iron, oxidative stress
and increased AGE levels.
Blood transfusion is a clinical phenotype
that changes the phenotype in ß thalassemia
patients. A wide clinical spectrum ranging
from type of mutation in the β gene as a
primary modifier, a secondary modifier that
results in the progress of the balance ratio of
α and β (41). Various complications are
associated with β-thalassemia such as
transfusion-transmitted infections, adverse
effects of iron overload, toxicity of iron
chelation therapy, and bacterial infections.
Hypogonadism, hypothyroidism, diabetes
mellitus,
low
bone
mass,
and
hypoparathyroidism are common in young
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adults with β-thalassemia major (42). Recent
studies showed that impairments in
osteoblast activity and deferoxamine toxicity
are
the
major
causes
of
osteopenia/osteoporosis in β-thalassemia
and enhanced activation of osteoclasts is the
contributing factor (43,44). We acknowledge
details concerning the history of the patients
which have not been mentioned in their
documents in some cases, so the information
was not consistent and caused difficulty in
interpretation.
Iron overload leads to increased oxidative
stress and inflammation (45). Tsay et al,
showed that ineffective erythropoiesis of
thalassemia has been associated with
increased serum inflammatory cytokines
(46). On the other hand, the mechanism of
iron overload in β-thalassemia and
hemochromatosis is quite complex and the
exact role of ineffective erythropoiesis in
regularly transfused patients is unclear (33).
Plasma levels of AGEs were increased in
IVS II-1 and IVS I-110 mutations in βthalassemia major patient. Production of
AGEs is enhanced in increased oxidative
conditions and interaction of AGEs with
their
receptors
(RAGEs),
activates
intracellular reactive oxygen species (ROS)
production by protein kinase C (PKC)dependent activation of NADPH oxidase
(47). Our previous study showed that plasma
levels of CML and pentosidine (PTD)
increased in the patients with β-thalassemia
major. We also found that and serum PTD
was positively correlated with markers of
iron overload such as serum ferritin, iron
(48). Chen et al. in their recent study
demonstrate that a high dosage of iron
supplementation may affect iron-AGERAGE pathways (49).
As it has been focused in a previous review,
certain polymorphisms and mutations in
beta-thalassemia patients could dictate the
severity of symptoms as well as their onset
(50). The genetic basis of thalassemia and the
mixture of genotypes and phenotypes shall
provide an accurate description of phenotype
and the factors that influence them (51). In
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addition, Sajadpour et al. discovered that
certain polymorphisms in various genome
sites and beyond the b-globin gene cluster
can increase the development of Hb Fcontaining RBCs and reduce the symptoms
of the disease (52). Accordingly, the present
study characterized the common mutations
of β-thalassemia in southwest Iran with
regard to clinical and biochemical
manifestations and can provide an insight
into the prognosis for individual patients
with different mutations.

Conclusion

Most of the β-thalassemia major cases in
southwest Iran result from CD36/37, IVS II1, and IVS I-110 mutations in β-globin gene.
Patients with different mutations show
different clinical manifestations and
laboratory measures. Thus, molecular
genetic evaluations can help to predict the
prognosis and better management of
patients.

Acknowledgments
This paper is part of M.Sc. thesis by Maryam
Sadat Mirlohi (Grant No: HRC-9308, local ethics
committee IR.AJUMS.REC.1395.76). Financial
support provided by the Hyperlipidemia
Research Center at Ahvaz Jundishapur
University of Medical Sciences.

Conflicts of Interest
The authors declare that they have no conflict
of interests.
Ethical Approval
Human and animal rights The study has been
approved by the appropriate local ethics
committee at the Ahvaz Jundishapur University
of Medical Sciences (IR.AJUMS.REC.1395.76)
and has been performed in accordance with the
ethical standards as laid down in the 1964
Declaration of Helsinki and its later amendments
or comparable ethical standards.
Ethical standard All procedures performed in
studies involving human participants were in
accordance with the ethical standards of the
Ahvaz Jundishapur University of Medical
Sciences research committee and with the 1964

3722

Yaghooti H.et al.

Helsinki declaration and its later amendments or
comparable ethical standards.
Informed consent Informed consent was
obtained from all individual participants
included in the study.

Reference
1. Haidar R, Musallam KM, Taher AT. Bone
disease and skeletal complications in patients
with β thalassemia thalassemia major. Bone.
2011;48(3):425–32.
2. Ginzburg Y, Rivella S. B-thalassemia: A
model for elucidating the dynamic regulation of
ineffective erythropoiesis and iron metabolism.
Blood. 2011;118(16):4321–30.
3. Higgs DR, Engel JD, Stamatoyannopoulos G.
Thalassaemia. Lancet. 2012;379(9813):373–83.
4. Centis F, Tabellini L, Lucarelli G, Buffi O,
Tonucci P, Persini B, et al. The importance of
erythroid expansion in determining the extent of
apoptosis in erythroid precursors in patients with
beta-thalassemia
major.
Blood.
2000;96(10):3624–9.
5. Najmabadi H, Karimi-Nejad R, Sahebjam S,
Pourfarzad F, Teimourian S, Sahebjam F, et al.
The beta-thalassemia mutation spectrum in the
Iranian
population.
Hemoglobin.
2001;25(3):285–96.
6. Galehdari H, Salehi B, Pedram M, Kohshour
MO. High Prevalence of Rare Mutations in the
Beta Globin Gene in an Ethnic Group in Iran.
Iran Red Crescent Med J. 2011;13(5):356–8.
7. Rahim F, Abromand M. Spectrum of βthalassemia mutations in various ethnic regions
of Iran. Pakistan J Med Sci. 2008;24(3):410–5.
8. Rahimi Z, Raygani AV, Merat A,
Haghshenass M, Gerard N, Nagel RL, et al.
Thalassemic mutations in southern Iran. Iran J
Med Sci. 2006;31(2):70–3.
9. Galehdari H, Pedram M, Salehi B, Andashti B.
Wide Spectrum of Mutations in the Beta-Globin
Gene Causing Beta-Thalassemia Major in
Southwest Iran. Iran J Pediatr Soc. 2010;2(1):4–
8.
10. Livrea MA, Tesoriere L, Maggio A, D’Arpa
D, Pintaudi AM, Pedone E. Oxidative
modification of low-density lipoprotein and
atherogenetic risk in beta-thalassemia. Blood.
1998;92(10):3936–42.

jabs.fums.ac.ir

Journal of Advanced Biomedical Sciences | Spring 2021 | Vol. 11 | No. 1

11. Sengsuk C, Tangvarasittichai O,
Chantanaskulwong
P,
Pimanprom
A,
Wantaneeyawong S, Choowet A, et al.
Association of Iron Overload with Oxidative
Stress, Hepatic Damage and Dyslipidemia in
Transfusion-Dependent
β-Thalassemia/HbE
Patients.
Indian
J
Clin
Biochem.
2014;29(3):298–305.
12. Kurtoglu A, Kurtoglu E, Temizkan a. K.
Effect of iron overload on endocrinopathies in
patients with beta-thalassaemia major and
intermedia. Endokrynol Pol. 2012;63(4):260–3.
13. Konmaz ŞMK. Endocrinological problems in
adult thalassemia patients. Gazi Med J.
2014;25(4):173–6.
14. Kohgo Y, Ikuta K, Ohtake T, Torimoto Y,
Kato J. Body iron metabolism and
pathophysiology of iron overload. Int J Hematol.
2008;88(1):7–15.
15. Taki K, Takayama F, Tsuruta Y, Niwa T.
Oxidative stress, advanced glycation end
product, and coronary artery calcification in
hemodialysis patients. Kidney Int. 2006;70:218–
24.
16. Yu L, Zhao Y, Xu S, Ding F, Jin C, Fu G, et
al. Advanced Glycation End Product (AGE)AGE Receptor (RAGE) System Upregulated
Connexin43 Expression in Rat Cardiomyocytes
via PKC and Erk MAPK Pathways. Int J Mol Sci.
2013;14(2):2242–57.
17. Wei Q, Ren X, Jiang Y, Jin H, Liu N, Li J.
Advanced glycation end products accelerate rat
vascular calcification through RAGE/oxidative
stress. BMC Cardiovasc Disord. 2013;13(1):13.
18. Huyghe T, Buntinx F, Bruyninckx R, Besard
V, Vunckx J, Church S, et al. Annals of Clinical
Biochemistry : An international journal of
biochemistry and laboratory medicine. Ann cilin
Biochem. 2013;
19. Smith pr, Thornalley PJ. Mechanism of the
degradation of non‐enzymatically glycated
proteins under physiological conditions: Studies
with the model fructosamine, Nε‐(1‐deoxy‐d‐
fructos‐1‐yl)hippuryl‐lysine. Eur J Biochem.
1992;210(3):729–39.
20. Fibach E, Dana M. Oxidative Stress in βThalassemia.
Mol
Diagnosis
Ther.
2019;23(2):245–61.
21. Mahdavi MR, Karami H, Akbari MT, Jalali
H, Roshan P. Case Report Detection of Rare Beta
Globin Gene Mutation [ + 22 5UTR ( G > A )] in
an Infant , Despite Prenatal Screening. Case
Reports inHematology. 2013;2013:3.

jabs.fums.ac.ir

Yaghooti H, et al

22. Jaripour ME, Hayatigolkhatmi K,
Iranmanesh V, Zand FK, Badiei Z, Farhangi H,
et al. Prevalence of β-thalassemia mutations
among northeastern Iranian population and their
impacts on hematological indices and application
of prenatal diagnosis, a seven-years study.
Mediterr J Hematol Infect Dis. 2018;10(1):1–13.
23. Alibakhshi R, Moradi K, Aznab M, Azimi A,
Shafieenia S, Biglari M. The Spectrum of βThalassemia Mutations in Hamadan Province,
West
Iran.
Hemoglobin
[Internet].
2019;43(1):18–22. 2019.1584114
24. Nezhad FH, Nezhad KH, Choghakabodi PM,
Keikhaei B. Prevalence and genetic analysis of
α- And β-thalassemia and sickle cell anemia in
southwest Iran. J Epidemiol Glob Health.
2018;8(3–4):189–95.
25. Borgna-Pignatti C, Rugolotto S, De Stefano
P, Zhao H, Cappellini MD, Del Vecchio GC, et
al. Survival and complications in patients with
thalassemia major treated with transfusion and
deferoxamine.
Haematologica.
2004;89(10):1187–93.
26. Ghazanfari Z, Haghdoost AA, Alizadeh SM,
Atapour J, Zolala F. A comparison of HbA1c and
fasting blood sugar tests in general population.
Int J Prev Med. 2010;1(3):187.
27. El-Samahy MH, Tantawy AA, Adly AA,
Abdelmaksoud AA, Ismail EA, Salah NY.
Evaluation of continuous glucose monitoring
system for detection of alterations in glucose
homeostasis in pediatric patients with βthalassemia
major.
Pediatr
Diabetes.
2019;20(1):65–72.
28. Eldor a, Durst R, Hy-Am E, Goldfarb a,
Gillis S, Rachmilewitz E a, et al. A chronic
hypercoagulable state in patients with betathalassaemia major is already present in
childhood. Br J Haematol. 1999;107(4):739–46.
29. Bazvand F, Shams S, Borji Esfahani M,
Koochakzadeh L, Monajemzadeh M, Ashtiani
M-TH, et al. Total Antioxidant Status in Patients
with Major β-Thalassemia. Iran J Pediatr.
2011;21(2):159–65.
30. Waseem F, Khemomal KA, Sajid R.
Antioxidant status in beta thalassemia major : A
single-center study. Indian J Pathol Microbiol.
2011;54(4):2011–3.
31. Jafari HM, Vahidshahi K, Kosaryan M,
Karami H, Mandavi MR, Ehteshami S. Major
beta-thalassemia, use of desferiexamine and
renal proximal tubular damage. Bratislava Med
Journal-Bratislavske Lek List. 2011;112(5):278–
81.

3723

Journal of Advanced Biomedical Sciences| Spring 2021 | Vol. 11 | No. 1

32. Hamed EA, ElMelegy NT. Renal functions in
pediatric patients with beta-thalassemia major:
relation to chelation therapy: original prospective
study. Ital J Pediatr. 2010;36:39.
33. Ozment CP, Turi JL. Iron overload following
red blood cell transfusion and its impact on
disease severity. Biochim Biophys Acta - Gen
Subj. 2009;1790(7):694–701.
34. Ehteram H, Bavarsad MS, Mokhtari M, Saki
N, Soleimani M, Parizadeh SMR, et al.
Prooxidant-antioxidant balance and hs-CRP in
patients with β-thalassemia major. Clin Lab.
2014;60(2):207–15.
35. Porter JB. Concepts and goals in the
management of transfusional iron overload. Am
J Hematol. 2007;(October):1136–9.
36. Smirnova I V, Sawamura T, Goligorsky MS.
Upregulation of lectin-like oxidized low-density
lipoprotein receptor-1 (LOX-1) in endothelial
cells by nitric oxide deficiency. Am J Physiol
Renal Physiol. 2004;287(1):F25-32.
37. Kamezaki F, Yamashita K, Tasaki H, Kume
N, Mitsuoka H, Kita T, et al. Serum soluble
lectin-like oxidized low-density lipoprotein
receptor-1 correlates with oxidative stress
markers in stable coronary artery disease. Int J
Cardiol. 2009;134(2):285–7.
38. Wautier MP, Massin P, Guillausseau PJ,
Huijberts M, Levy B, Boulanger E, et al.
N(carboxymethyl)lysine as a biomarker for
microvascular complications in type 2 diabetic
patients. Diabetes Metab. 2003;29:44–52.
39. Motawi TM, Abou-Seif M a, Bader AM,
Mahmoud MO. Effect of glycemic control on
soluble RAGE and oxidative stress in type 2
diabetic patients. BMC Endocr Disord.
2013;13(1):32.
40. Choudhuri S, Dutta D, Sen A, Chowdhury
IH, Mitra B, Mondal LK, et al. Role of N-εcarboxy methyl lysine, advanced glycation end
products and reactive oxygen species for the
development
of
nonproliferative
and
proliferative retinopathy in type 2 diabetes
mellitus. Mol Vis. 2013;19(January):100–13.
41. Rujito L, Sasongko TH. Genetic Background
of β Thalassemia Modifier: Recent Update. J
Biomed Transl Res. 2018;4(1):12.
42. Cunningham MJ, Macklin E a, Neufeld EJ,
Cohen AR. Complications of beta-thalassemia
major
in
North
America.
Blood.
2004;104(1):34–9.

3724

Yaghooti H.et al.

43. Vogiatzi MG, Macklin EA, Fung EB,
Cheung AM, Vichinsky E, Olivieri N, et al. Bone
disease in thalassemia: a frequent and still
unresolved problem. J Bone Miner Res.
2009;24(3):543–57.
44. Perisano C, Marzetti E, Spinelli MS, Callà
CAM, Graci C, MacCauro G. Physiopathology
of bone modifications in β -Thalassemia.
Anemia. 2012;2012:1–6.
45. Mackenzie EL, Iwasaki K, Tsuji Y.
Intracellular Iron Transport and Storage: From
Molecular Mechanisms to Health Implications.
Antioxid Redox Signal. 2008;10(6):997–1030.
46. Tsay J, Yang Z, Ross FP, CunninghamRundles S, Lin H, Coleman R, et al. Bone loss
caused by iron overload in a murine model:
importance of oxidative stress. Blood.
2010;116(14):2582–9.
47. Schmitt A, Bigl K, Meiners I, Schmitt J.
Induction of reactive oxygen species and cell
survival in the presence of advanced glycation
end products and similar structures. Biochim
Biophys
Acta
Mol
Cell
Res.
2006;1763(9):927–36.
48. Mirlohi MS, Yaghooti H, Shirali S,
Aminasnafi A, Olapour S. Increased levels of
advanced glycation end products positively
correlate with iron overload and oxidative stress
markers in patients with β-thalassemia major.
Ann Hematol. 2018;97(4):679–84.
49. Chen SH, Yuan KC, Lee YC, Shih CK, Tseng
SH, Tinkov AA, et al. Iron and advanced
glycation end products: Emerging role of iron in
androgen deficiency in obesity. Antioxidants.
2020;9(3).
50. Mohammdai-Asl J, Ramezani A, Norozi F,
Alghasi A, Asnafi AA, Jaseb K, et al. The
Influence of Polymorphisms in Disease Severity
in β-Thalassemia. Biochem Genet. 2015;53(9–
10):235–43.
51. Tamaddoni A, Gharehdaghly L, Bahadoram
M. Mutation in thalassemia syndrome and
clinical manifestation. Immunopathol Persa.
2020;6(2):e29–e29.
52. Sajadpour Z, Amini-Farsani Z, MotovaliBashi M, Yadollahi M, Khosravi-Farsani N.
Association between Different Polymorphic
Markers and β-Thalassemia Intermedia in
Central Iran. Hemoglobin. 2020;44(1):27–30.

jabs.fums.ac.ir

