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Introduction

Coxiella burnetii (C. burnetii), the causative
agent of Q fever in human and coxiellosis in
animals, is an obligate intracellular bacterium

belonging to the family Coxiellaceae (1-3).

This bacterium has been relatively recently
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relocated to the order Legionellae’s, class
Gammaproteobacteria (4). The microorganism
is transmitted to humans through the
respiratory and gastrointestinal tracts and
the skin. Inhalation of contaminated dusts or
droplets carrying C.burnetii shed by infected
animals is the main route of human infection
(5, 6). Q fever is an acute and chronic
febrile disease in humans. Although the
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disease is a self-limited febrile illness, but severe
clinical complications such as endocarditis,
lung issues, liver damage and meningitis have
been reported (7, 8). Recently C.burnetii has
been detected in periprosthetic tissue and
synovial fluid by PCR and culture so Q fever
may be tracked in patients with prosthetic joint
infection with no detected pathogen (9). As
a zoonotic pathogen, C.burnetii also causes
abortion and stillbirth in ruminants, dogs, and
cats (10). It causes substantial economic loss
when infecting livestock (10-12). Simplicity of
droplet distribution, ecological sustainability, and
low ID50 make C.burnetii a serious threat for
militants and noncombatants (13, 14). C. burnetii
is considered a category B potential bioterrorism
agent (15). This bacterium has previously been
used and mass-produced as a bioweapon under
several biological warfare programs (16-17).

Although there has been little research
conducted on human Q fever in Iran and other
Middle East regions, a survey has shown a high
prevalence rate of C.burnetii exposure in samples
obtained from febrile patients in Iran (18). However
various studies have shown C.burnetii in milk
of cows and goats in several provinces (19-21).

Microbiological, molecular, and serological
tests are current diagnostic methods for
detecting Q fever (22). Molecular techniques
such as PCR are useful for rapid detection of
the bacterium in biological samples. Although
pathogen isolation by culture is the definitive
method of diagnosis, it is time-consuming, is
not always reliable, and involves low sensitivity.
Molecular methods such as PCR and real-
time PCR are sensitive and specific methods
to detect the bacterium but require costly
equipment and skillful technicians (23, 24).

The LAMP assay is a gene amplification
method characterized by the application of four
to six primers that specifically recognize distinct
regions on the target DNA. A LAMPreaction can be
performed at a continuous temperature
(60-65°C) in less than an hour and requires
no special equipment. It requires simple
conditions for molecular detection of various
microorganisms, including fungi, bacteria,
parasites and viruses (23). In the present study
we designed and developed a sensitive, specific
and quantitative LAMP assay based on highly
conserved region of single copy gene of com1
for rapid detection of C. burnetii. This is to
our knowledge the first study that describes a
Q-LAMP assay to quantitatively detect C. burnetii.

Materials and Methods
Sequence alignments and primer design
Forty registered sequences of 27 KDa
outer membrane protein (coml) gene of
C. burnetii were initially obtained from the
Gene Bank sequence database and a multiple
sequences alignment was performed using
CLC sequence viewer 6.4 software (CLC bio,
Aarhus, Denmark) (Accession numbers not
shown). A set of six C. burnetti -specific LAMP
primers containing loop primers were designed
based on the consensus sequence of the gene
by online software program (Primer Explorer
V4 software) from Eiken chemical (http://
primerexplorer.jp/e/). In silico analysis using
BLAST and Primer-BLAST on the NCBI server
(http://www.ncbi.nlm.nih.gov/) confirmed the
theoretical specificity of the designed primers.
The primers were custom synthesized by Bioneer
(Daejeon, Korea) and are listed in Table 1.

Table 1. Primer sequences used for com! gene of Coxiella in LAMP assay

Sequences (5'3)

FIP-Cb-com1
BIP-Cb-com1
B3-Cb-coml1
F3-Cb-com1
Loop1-Cb-coml
Loop2-Cb-com1

5’-TGAAGACAACGCGGAGGTTTCCATGAATTCTGTTATTCAAGC-3’
5’-AGAACTGCCATTTTTGGCGCATAATATTTTCCTTGTTTAGCGG-3’
5'-TTATTGGGCGTCGACACT-3'
5'-AATGTGGCCATTGCAAAG-3'
5'-CGCTGCCAAAGTATCATTAGCA-3'
5’-CGCTGCCAAAGTATCATTAGCAG-3’
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Bacterial Strains

The genome of C. burnetii (Nine Mile, ATCC
13032) was kindly gifted by the Department of
Pathobiology, Faculty of Veterinary Medicine,
Shahid Bahonar University of Kerman (Kerman,
Iran). Twelve bacterial strains were purchased
from Microbial collection of Iran (Pasture
Institute of Iran) and Persian Type Culture
Collection (Iranian Research Organization
for Science and Technology) (Table 2). The
lyophilized stocks were revived in brainheart
infusion broth (BHI) medium (Himedia,
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Germany) according to current laboratory
methods. Genomic DNA was extracted by DNA
Extraction kit (Sinaclon Company, Tehran, Iran)
according to manufacturer’s recommendations.
Quality and quantity of the DNA templates
were verified by agarose gel electrophoresis
and spectrophotometrically at 260/280 nm,
respectively. Confirming presence of amplifiable
DNA in the extracted genomes, 16S rRNA gene
was amplified with the broad range universal
primers. The confirmed templates were kept
at -20°C till further use in specificity testing.

Table 2. Negative control bacteria used for specificity testing in this study

Shigella sonnei
Escherichia coli
Citrobacter freundii
Serratia marcesens
Salmonella typhi
Staphylococcus aureus
Bacillus subtilis
Yersinia enterocolitica
Proteus vulgaris
Enterococcus faecalis
Klebsiella pneumoniae

Pseudomonas aeruginosa

The LAMP assays

The LAMP reactions were performed in a
total volume of 25 pL containing the following:
IuL of primer mix [5 pmol/uL of each outer
primer (F3 and B3), 40 pmol/uL of each inner
primer (FIP and BIP)], 12.5 pL of 2X reaction
mix containing [ 10X ThermoPol reaction buffer
(Biolabs, B9004S) containing [20 mM Tris-HCI,
10 mM KCI, 10 mM (NH4), SO,, 0.1% Triton
X-100], 2 mM MgSO, (AppliChem 10034-99-
8), 0.2% Tween 20 (Acros, 233361000) (pH
8.8), 2.8 mM ofdeoxynucleotide triphosphate

ATCC 9290
ATCC 25922
PTCC 1600
PTCC 1111
PTCC 1609
ATCC 25923
ATCC 6051
PTCC 1480
PTCC 1079
ATCC 29212
ATCC 7881
ATCC 27853

(dNTP), 1.6 M of betaine solution (Sigma, B030-
1VL)], I uL (8U) of Bst DNA polymerase large
fragments (New England Biolabs, Ipswich, MA,
USA), 9.5 uL double distilled water and 2 pL
of template genomic DNA. The mixture was
incubated at 65°C, 30 or 60 min (amplification)
followed by heating to 80°C for 5 min (enzyme
inactivation) using a Loopamp real-time
turbidimeter (LA-320C; Teramecs, Kyoto,
Japan). To evaluate effect of the loop primers on
increasing LAMP reaction rate, additional tests
were carried out identically as described above

14
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except that 20 pmol/uL of each loop primers
(LF and LB) were added to primer mix.
Electrophoresis of the LAMP products on 2%
agarose gel in addition to direct visual observation
of turbidity by naked eye and inspection of
amplification curve depicted by the Loopamp
real-time turbidimeter were used concurrently
to verify the LAMP reaction status in tubes (23).

Specificity Testing

To evaluate the test specificity, the LAMP
reactions were optimized using genomic DNA
of C.burnetti and genomic DNA of non-Coxiella
organisms (Table 2). Reaction mix components,
temperature program and analysis of LAMP
products were same as aforementioned conditions.
The experiment was performed in triplicate.

TA Cloning and Preparation of Standard
Plasmid

A 197 bp fragment of the comI gene was
PCR amplified using the LAMP F3 and B3
outer primers (Table 1). The PCR product was
purified using a PCR purification Kit (Bioneer,
Seoul, Korea). The purified fragment was ligated
into the pTZ57R/T vector by 1U of the T4 DNA
ligase. Then the E. coli IM107 competent cells
were transformed by the ligation reaction product.
All ligation, transformation and cloning process
was performed according to manufacturer
instructions of InsTAcloneTM PCR Cloning
Kit (Fermentas). The recombinant clones on
the solid medium were identified through blue/
white screening and some of the white-colored
colonies were selected for further evaluation.
Afterwards, the selected clones were subjected
to colony PCR using F3 and B3 outer primers.
One of the PCR confirmed clones was selected
for plasmids DNA extraction using AccuPrep
Plasmid Mini Extraction kit (Bioneer, Seoul,
Korea). The confirmed recombinant plasmid
pTZ57R/T-com1, quantified by UV absorbance
measurement at 260 nm and 280 nm quantified

using a Picodrop spectrophotometer (Picodrop
Limited, Saffron Walden, and UK). It was kept
at -20°C until used in sensitivity testing and
quantitative assessment as the positive control.

Sensitivity and Quantification

A tenfold serial dilution of pTZ57R/T-com1
plasmid (4-4x10° ng or 1.2x10°-1.2 copies)
was prepared. All dilutions were subjected to
the optimized com-1 LAMP assay in triplicate.
Mixture of reaction, temperature program and
detection methods of LAMP products were same
as aforementioned above. The last dilution with
an amplification related signal showed the test
sensitivity or Limit of Detection (LOD) of the
assay. Data acquired from the Loopamp real-time
turbidimeter in sensitivity testing was used for
launching a quantitative lamp (Q-LAMP). For
this, a standard curve was depicted by plotting
the Tt (Time threshold) values against log copy
number of com! sequence and then linear
regression was calculated.

Results
LAMP Setup

A white turbidity due to magnesium
pyrophosphate precipitation was observed
with the naked eye in the positive reaction
tubes indicating amplification of com! gene.
Analysis of the products by electrophoresis on
2% agarose gel demonstrated a clear ladder-
like DNA pattern. Amplification graph of the
Real-time turbidimeter showing an OD of 0.5
also confirmed amplification of the com 1 gene.
Adding the loop primers (LF and LB) to the
LAMP reaction tubes reduced amplification-
related generation time from 60 min to 30 min.
Negative control tubes showed no signal in each
of the detection methods in the experiments (data
not shown).

Sensitivity, Quantification and Specificity
The lowest concentration of pTZ57R/T-com 1
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detected by the com-1 LAMP was determined in
the sensitivity experiment. Using agarose
gel electrophoresis to detect LAMP products,
LOD was 0.04 fg or 12 copies of coml
gene. Whereas the value was 0.4 or 120
copies when visual inspection with naked
eye or using turbidimeter to track the LAMP
products (Figure 1). In quantitative assays, a
judgment graph related to evaluation of the
serial dilutions was generated by the Real-time
turbidimeter. For dilutions containing 12x10°
to 12 copies of pTZ57R/T-com1, the average Tt
value was 37 to 63 min respectively (Fig 1C).
The standard curve was depicted by plotting
each Tt value against the logarithm of copy
number of pTZ57R/T-com].
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The constructed curve had a correlation
coefficient (r?) of 0.99. With this 12, all points lied
exactly on a straight line with no scatter (data not
shown). Knowing Tt value of the sample let us
predict copy number of the target gene perfectly.
Specificity of the LAMP assay was proven
when the Real-time turbidimeter judgment
graph determined exclusive amplification for
com I gene, whereas was negative for the 11
non-Coxiella bacterial species. Furthermore,
gel agarose electrophoresis of the LAMP
products indicated that the ladder-like multi-
band feature appeared only in tubes containing
Coxiella genome DNA. Congruent with in silico
analysis using BLAST, this finding revealed no
false-positive or false-negative amplifications.

Figure 1. Sensitivity of the LAMP assay based on ten-fold serial dilutions of pTZ57R/T-comI. (A) Turbidity assay
by naked eye observation. (B) Electrophoresis of the products showing ladder-like bands on the gel. Lane M, 100
bp DNA ladder; lanes 1-8, serial dilution of 10! to 10%; lane 9, negative control. (C) A typical turbidity judgment
graph. Curves 1-8, serial dilution of 10" to 10%; curve 9, negative control
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Discussion

Currently, Q fever is considered as an
emerging disease in various regions of the world.

Today, transmission of this microorganism
through aerosol, the disease’s getting epidemic,
lack of human vaccine, unsafety of vaccine
strains and C.burnetii’s inclusion among the
Biosafety Level 3 diseases (BSL3) have caused
this microorganism to be used in bioterrorism.

In order to detect the C.burnetii bacteria,
classical methods (sampling, cultivation of
microorganism in the appropriate cell categories,
such as (P388D1, J774 and L929), serological
testing such as (immunofluorescence antibody,
complement fixation test, Inmunohistochemistry
and ELISA) or molecular biology techniques
such as (PCR, Nested PCR and Real Time PCR)
can be used. Molecular techniques can be very
effective because of their high precision and
speed in the diagnostic process. However, these
techniques have disadvantages including being
costly, requiring special laboratory conditions and
being time consuming. Therefore, localization of
molecular techniques for the diagnosis of Q fever
in the country is recommended. Now performing
numerous studies around the world has been
possible for detection of pathogens including
bacteria, viruses and parasites by the LAMP
technique. In Iran also, several studies have
been conducted in connection with the LAMP
technique, but no article has been published
about using LAMP method to detect C burnetii.
LAMP technique, despite its high precision and
sensitivity, does not need advanced laboratory
equipment and the reaction is conducted using
a simple turbidimeter device. The present study
describes the com! LAMP assay, a quantitative
molecular method that is more rapid, sensitive,
and cost-effective than other methods of DNA
amplification used for laboratory diagnosis of
the organism. Different sequences of the of C.
burnetti genome has been used in its detection,
including 16S rRNA, ISIIII, ISIIlla, Sod B, Icd,
glt, htpA, htpB, omp, pyr B, qrsA, DNA j, muc
Z, SERS, algC and the 16S-23S intergenic spacer
region (24). Our assay was developed based

on targeting com/ because this gene is highly
conserved in C. burnetii and is present in a single
copy which allows more accurate quantification
of the pathogen load in the samples (25). No
special processes are needed for the LAMP assay,
which can be determined by the naked eye, in
contrast to electrophoresis. In addition, Bst DNA
polymerase enzyme shows high resistance to
inhibitory factors in the amplification reaction.
These features make it valuable to serve in
low-resource settings and large scale use (e.g.,
epidemiological studies) in laboratories with
limited equipment (26). The primers designed
in this study were specific to the com 1 gene and
amplification was performed only in presence
of Coxiella DNA hinting analytical specificity
of 100%. Our results confirmed that application
of the loop primers that attach to the stem loops
formed during the reaction process enhanced
amplification speed and efficiency as previously
described by Nagamine (27). A total time
of nearly 60 min was required for the LAMP
assay, including amplification and detection.
However, use of the loop primer decreased the
working time to 30 min. No cross-amplification
was detected in the negative control samples
so the assay had complete specificity to detect
trace amounts of Coxiella DNA. The high
specificity could result from the use of the six
primers that recognize the distinct regions on
the target sequences (28, 29). Sensitivity of the
coml LAMP when using visual observation of
turbidity or the Real-time turbidimeter and gel
agarose electrophoresis as detection methods was
120 and 12 copies of com1 gene, respectively.
Howe et al, performed sensitivity test through
PCR test. They prepared 10 dilution serials
from concentration of 10pg-10fg and obtained
reportable detection limit of 50 for gene com/
and 57 for IS1111 (29). Klee et al, established
Real-time PCR Test based on TagMan. This
test was done targeting two markers of Icd and
transpose from IS7111a in multiple copies in
the genome of C. burnetii. The results showed
that minimum number of genomes that can be
detected in each reaction is 10 /cd markers and
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6 IS marker (29). Ito et al, did rapid detection
and isolation of influenza virus type A and B
conducted by the LAMP technique and compared
this technique with immunochromatography.
LAMP Primer compounds for influenza type 1
(HA1) and type 3 (HA3) and type B influenza
viruses had higher sensitivity than those with
commercially available and rapid diagnostic
tests (30).Imai et al, launched the H5-RT-LAMP
system for rapid detection of influenza H5 in birds.
LAMP Primer based on Hemagglutinin can detect
H5N1 influenza virus with sensitivity 100 times
higher of RT-PCR (31). Pan et al, was the first
study to diagnose Coxiellausing the LAMP assay.
They used the htpAB gene and suggested that
this approach was a suitable alternative for PCR
and real-time PCR assays. The limit of detection
for their assay was 1 copy per reaction (32). The
real-time LAMP assay in the present study was
able to detect 120 copies of Coxiella DNA in a
reaction tube, which is comparable to detection
limits achieved by other molecular methods
such as real-time PCR (33). In our quantitative
real time LAMP, the standard curve depicted by
plotting the Tt values against log copy number
of pTZ57R/T-com1 had a correlation coefficient
(r?*) 0of 0.99 and also the standard curve showed
a linear range of 0.04ug-0.04fg (12x10° to 12)
for pTZ57R/T-com1. So, the assay is suitable
to quantify C. burnetii in un-known samples
in the above ranges. However, evaluation of
the assay by using samples from patients or
artificially contaminated materials is required.

A disadvantage of LAMP is its susceptibility
to cross-contamination, that is, the material in the
acrosol (34). As aresult, it is recombined to allow
rooms to be ventilated and different samples to be
analyzed separately. For obvious reactions, this
may not always be possible. Another disadvantage
of LAMP is that examination of samples varies in
terms of the presence of reaction inhibitors, as this
requires two reactions, one to see the inhibitors
and the other to strengthen the ingredients.

Conclusions
The simplicity, low cost (3- to 6-fold less than
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PCR and real-time PCR), and having
no need for expensive and complex
equipment make the LAMP method
preferable to other molecular methods.
It is also highly sensitive and specific
to Coxiella quantitative detection. This
method could be beneficial for the rapid
detection of Coxiella infections in humans
and domestic animals in resource-limited
settings in developing countries which could
be of importance in epidemiological studies.

Acknowledgements
The authors are grateful for the kind assistance

of the Vice Chancellor in this research, which was
conducted at AJA University of Medical Sciences
and Islamic Azad University branch of Qom.

Conflict of Interest
The authors have no conflict of interests.

Funding
This study was funded by the

Islamic Azad University branch of Qom.

Code of Ethics
This study is financially supported by Islamic
Azad University, QOM Branch in 2019 code: 97800.

Data Availability Statement
All data related to this research have

been included in the manuscript.

Authors’ Contributions

M. Soleimani is the corresponding author,
performed the laboratory tests, drafted the
manuscript, and participated in data analysis.
K. Majidzadeh-A designed and supervised the
study, analyzed and interpreted the data, and
reviewed the manuscript. Razieh Zabihi and
Abbas Morovvati participated in laboratory work
and contributed to data analysis. All authors read
and approved the final version of the manuscript.

References
1.Baca OG, Roman MIJ, Glew RH, Christner

18



http://dx.doi.org/10.18502/jabs.v14i1.14802
https://journal.fums.ac.ir/article-1-3024-en.html

Journal of Advanced
Biomedical Sciences

[ Downloaded from journal .fums.ac.ir on 2025-07-19 ]

[ DOI: 10.18502/jabs v14i1.14802 ]

Fasa University of
Medical Sciences

Loop Mediated Isothermal Amplification Assay Targeting com1 Gene of Coxiella burnetii

RF, Buhler J, Aragon A. Acid phosphatase activity in
Coxiella burnetii: a possible virulence factor. Infection
and Immunity. 1993;61(10):4232-9.
2.Dorko E, Rimarova K, Pilipcinec E. Influence of
the environment and occupational exposure on the
occurrence of Q fever. Central European journal of
public health. 2012;20(3):208. DOI: 10.21101/cejph.
a3754
3.Maurin M, Raoult Df. Q fever. Clinical microbiology
reviews. 1999;12(4):518-53.
4.Angelakis E. Q fever. Veterinary Microbiology. 2010;
140(3-4):297-3009.
5.Tissot-Dupont H, Amadei M-A, Nezri M, Raoult D.
Wind in November, Q fever in December. Emerging
Infectious Diseases. 2004;10(7):1264. DOI: 10.3201/
¢id1007.030724
6.Tissot-Dupont H, Torres S, Nezri M, Raoult D.
Hyperendemic focus of Q fever related to sheep and wind.
American Journal of Epidemiology. 1999;150(1):67-74.
7.Fenollar F, Fournier PE, Raoult D. Molecular
detection of Coxiella burnetii in the sera of patients
with Q fever endocarditis or vascular infection. J Clin
Microbiol. 2004;42(11):4919-24.
8.Raoult D. Chronic Q fever: expert opinion versus
literature analysis and consensus. Journal of Infection.
2012;65(2):102-8. DOI: 10.1016/j.jinf.2012.04.006
9.Tande AJ, Cunningham SA, Raoult D, Sim FH,
Berbari EF, Patel R. A case of Q fever prosthetic joint
infection and description of an assay for detection of
Coxiella burnetii. Journal of clinical microbiology.
2013;51(1):66-9. DOIL: 10.1128/JCM.02352-12
10.Raele DA, Garofolo G, Galante D, Cafiero MA.
Molecular detection of Coxiella burnetii using an
alternative loop-mediated isothermal amplification
assay (LAMP). Vet Ital. 2015;51:73-8. DOI: 10.12834/
Vetlt.304.1168.4
11.Fournier P-E, Marrie TJ, Raoult D. Diagnosis
of Q fever. Journal of Clinical Microbiology.
1998;36(7):1823-34.
12.Kantsg B, Svendsen CB, Jargensen CS, Krogfelt
KA. Comparison of two commercially available ELISA
antibody test kits for detection of human antibodies
against Coxiella burnetii. Scandinavian Journal
of Infectious Diseases. 2012;44(7):489-94. DOI:
10.3109/00365548.2012.664777
13.Seshadri R, Paulsen IT, Eisen JA, Read TD, Nelson
KE, Nelson WC, et al. Complete genome sequence of
the Q-fever pathogen Coxiella burnetii. Proceedings of
the National Academy of Sciences. 2003;100(9):5455-
60. D0i:10.1073/pnas.0931379100
14.Tigertt WD, Benenson AS, Gochenour WS. Airborne
Q fever. Bacteriological Reviews. 1961;25(3):285.

15.Pierce CY, Barr JR, Woolfitt AR, Moura H, Shaw EI,
Thompson HA, et al. Strain and phase identification of
the US category B agent Coxiella burnetii by matrix
assisted laser desorption/ionization time-of-flight mass
spectrometry and multivariate pattern recognition. Anal
Chim Acta. 2007;583(1):23-31.
16.Naftali T. The biology of doom: The history of
America’s secret germ warfare project. New York Times
229 w 43rdst, New York, 2000,NY 10036-3959 USA;.
17.Lim DV, Simpson JM, Kearns EA, Kramer MF.
Current and Developing Technologies for Monitoring
agents of Bioterrorism and Biowarfare. Clinical
Microbiology Reviews. 2005;18(4):583-607.
18.Khalili M, Shahabi-Nejad N, Golchin M. Q fever
serology in febrile patients in southeast Iran. Trans
R Soc Trop Med Hyg. 2010;104(9):623-4. DOI:
10.1016/j.trstmh.2010.04.002
19.Rahimi E, Ameri M, Karim G, Doosti A. Prevalence
of Coxiella burnetii in bulk milk samples from dairy
bovine, ovine, caprine, and camel herds in Iran as
determined by polymerase chain reaction. Foodborne
pathogens and disease. 2011;8(2):307-10.
20.Rahimi E, Doosti A, Ameri M, Kabiri E, Sharifian B.
Detection of Coxiella burnetii by nested PCR in bulk
milk samples from dairy bovine, ovine, and caprine herds
in Iran. Zoonoses and public health. 2010;57(7-8):e38-
e41. DOI:10.1111/5.1863-2378.2009.01289
21.Ghalyanchi Langeroudi A, Babkhani N, Zolfaghari
MR, Majidzadeh Arbadili K, Morovvati A, Soleimani
M. Detection of Coxeilla brunetii in bulk tank milk
samples from dairy bovine farms using nested-PCR in
Qom, Iran, 2011. Iranian Journal of Veterinary Medicine.
2013;7(3):207-11. DOI: 10.22059/ijvm.2013.35972
22.Soleimani M, Morovvati A, Majidzadeh-A k.
Molecular design Real Time Loop-mediated Isothermal
Amplification Method for Rapid Detection of Neisseria
Meningitidis. Folia Medica.2021. 63(2):221-7
23.Howe GB, Loveless BM, Norwood D, Craw P,
Waag D, England M, et al. Real-time PCR for the early
detection and quantification of Coxiella burnetii as
an alternative to the murine bioassay. Molecular and
Cellular Probes. 2009;23(3):127-31. DOI:10.1016/j.
mcp.2009.01.004
24 Notomi T, Okayama H, Masubuchi H, Yonekawa
T, Watanabe K, Amino N, et al. Loop-mediated
isothermal amplification of DNA. Nucleic acids
research. 2000;28(12):¢63-e.
25.Mori Y, Notomi T. Loop-mediated isothermal
amplification (LAMP): a rapid, accurate, and cost-
effective diagnostic method for infectious diseases.
Journal of infection and chemotherapy. 2009;15(2):62-9.
DOI: 10.1007/s10156-009-0669-9

19



http://dx.doi.org/10.18502/jabs.v14i1.14802
https://journal.fums.ac.ir/article-1-3024-en.html

[ Downloaded from journal .fums.ac.ir on 2025-07-19 ]

[ DOI: 10.18502/jabs v14i1.14802 ]

Journal of Advanced
Biomedical Sciences

26. Sohrab M, Majidzadeh K, Morovvati A, Soleimani
M,Real-Time Loop-Mediated Isothermal Amplification
method for Quantitative Salmonella Typhi Detection
Based on ViaB Gene, Journal of Advanced Biomedical
Sciences , 2021, Vol 11 , No 2.

27 Nadkarni MA, Martin FE, Jacques NA, Hunter
N. Determination of bacterial load by real-time PCR
using a broad-range (universal) probe and primers set.
Microbiology. 2002;148(1):257-66.

28.Klee SR, Tyczka J, Ellerbrok H, Franz T, Linke
S, Baljer G, et al. Highly sensitive real-time PCR
for specific detection and quantification of Coxiella
burnetii. Bmc Microbiology. 2006;6(1):2. DOI:
10.1186/1471-2180-6-2

29.Nagamine K, Hase T, Notomi T. Accelerated
reaction by loop-mediated isothermal amplification
using loop primers. Molecular and cellular probes.
2002;16(3):223-9.

30.Tomita N, Mori Y, Kanda H, Notomi T. Loop-
mediated isothermal amplification (LAMP)
of gene sequences and simple visual
detection of products. Nature protocols.

Fasa University of
Medical Sciences

Zabihi R, et al.

2008;3(5):877-82. doi: 10.1038/nprot.2008.57
31.Ito M, Watanabe M, Nakagawa N, Thara T, Okuno
Y. Rapid detection and typing of influenza A and B by
loop-mediated isothermal amplification: comparison
with immunochromatography and virus isolation.
Journal of virological methods. 2006;135(2):272-5.
32.Imai M, Ninomiya A, Minekawa H, Notomi T,
Ishizaki T, Van Tu P, et al. Rapid diagnosis of HSN1
avian influenza virus infection by newly developed
influenza H5 hemagglutinin gene-specific loop-
mediated isothermal amplification method. Journal
of Virological Methods. 2007;141(2):173-80.
33.Pan L, Zhang L, Fan D, Zhang X, Liu H, Lu Q,
et al. Rapid, simple and sensitive detection of Q
fever by loop-mediated isothermal amplification of
the htpAB gene. PLoS neglected tropical diseases.
2013;7(5):¢2231. DOLI: 10.1371/journal.pntd.000223 1
34 .Samsami S, Namavari S, Ataei S, Ghasemian A,
Yazdanpanah A, Sepahi N, et al. A Novel Multiplex
LAMP Assay for the Rapid and Accurate Diagnosis of
Visceral Leishmaniasis Caused by Leishmania infantum
from Iran. Journal of Tropical Medicine. 2023;18:2023.

20



http://dx.doi.org/10.18502/jabs.v14i1.14802
https://journal.fums.ac.ir/article-1-3024-en.html
http://www.tcpdf.org

